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Figure S1. The concatenated proteins phylogenetic tree among strains in order Lysobacterales
based on a concatenated alignment of 227 single-copy proteins. Strain Nevskia ramosa used as
outgroup. The scale bar corresponds to 0.1 substitutions per amino acid position.
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Lysobacter Clade4

® I:Ignatzschineria ureiclastica KCTC 22644T
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Lysobacter Cladel
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Figure S2. The UBCG phylogenetic tree among strains in order Lysobacterales based on 92
single copy core gene sequences. The strains in order Nevskiales and class Betaproteobacteria
were used as outgroup. The scale bar corresponds to 0.1
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Figure S3. Neighbor-joining tree showing phylogenetic relationships among the strains in
order Lysobacterales based on 16S rRNA gene sequences. The strains in order Nevskiales and
class Betaproteobacteria were used as outgroup. The scale bar corresponds to 0.01
substitutions per nucleotide site. Filled circles indicate branches recovered by maximum-
likelihood method and open circles at branches recovered by the maximumparsimony method.
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Figure S4 . Polar lipid profiles of strain Y-2-2-4FT (A), MHLX1A (B), BDR2-5 (C) and XNQY3-4 (D)
separated and detected by two-dimensional thin-layer chromatography and spraying with a molybdato-
phosphoric acid reagent, respectively. DPG, disphosphatidylglycerol; PE, phosphatidylethanolamine; PG,
phosphatidylglycerol; PL, phospholipid; AL, aminolipid; APL, unidentified aminophospholipid; L,
unidentified lipid.
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Figure S5 . Electron microscopy images of strain Y-2-2-4F (A), MHLX1A (B), BDR2-5 (C) and XNQY3-4 (D)
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Table.S2 Cellular fatty acid profiles (%) of the four strains and closely related type strains.

Strains: 1, Y-2-2-4FT; 2, MHLX1AT; 3, BDR2-5"; 4, XNQY3-4"; 5, Luteimonas huabeiensis HB2T;
6, Luteimonas yindakuii S-1072"; 7, Luteimonas chenhongjianii 100111"; 8, Luteimonas terrae
THG-MD217"; 9, Luteimonas aestuarii B9T. NA, not available; -, not detected. *Summed features
are the groups of fatty acids that cannot be distinguished by the MIDI system. Summed features 3
comprises Cie.107¢ and/or Cig1w6c. Summed features 9 comprises 10-methyl Cig.0 and/or iso-
Ci7.109c¢.

Fatty acid 1 2 3 4 5 6 7 8 9
Ciao 0.7 0.6 0.6 0.3 1.4 0.5 0.7 1.1 1.1
Cieo 3.8 3.6 2.3 2.0 2.7 2.6 2.6 9.6 2.5
iso-Cio:0 - 0.1 - 0.2 0.5 4.9 21.5 1 0.5
iso-Ci10 5.9 3.9 5.4 5.7 124 NA NA 11.7 15.6
is0-Ci4:0 1.6 0.4 - 0.7 4.9 1 NA 1.6 2.6
is0-Cis:0 258 284 31.6 189 39 155 181 142 185
anteiso-Cis.o 2.7 1.6 43 3.6 0.8 1.7 0.8 1.2 2
is0-Cis:0 16.2 5.0 0.7 9.8 8.5 20.8 2.2 9.9 11.9
is0-Ci7:0 6.4 11.8 149 132 2.8 7.2 6.6 4.1 3.9
iso-C11:0 3-OH 1.8 2.6 2.9 2.7 3.7 2.4 59 4.1 8.5
iso-Ci3.0 3-OH 0.2 0.7 1.0 0.7 3 2.8 5.5 2.5 -
i80-C17:0 w7c - - - - - - 21.1 144 -
Summed Features * 8.6 6.5 2.6 3.5 3.2 8.4 5.2 4.9 1.3
Summed features 3 194 307 255 332 9.5 26.2 - - 25.9

Summed features 9 0.7 0.6 0.6 03 1.4 0.5 0.7 1.1 1.1

Data in column 5 is from [48], data in column 6 is from [49], data in column 7 is from [50],
data in column 8 is from [51] and data in column 9 is from [52].
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